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SBSTTA XX/8:
…
(o)[Invites the Conference of the Parties serving as the meeting of the
Parties to the Nagoya Protocol to clarify, if and how, the use of digital
sequence information on genetic resources relates to access and benefit
sharing.]

Annex TORs:
[Propose elements to the Conference of the Parties serving as the meeting

of the Parties to the Nagoya Protocol to facilitate the clarification of, if and

how, the use of digital sequence information on genetic resources relates to

access and benefit-sharing;]







Information of the use of DSI for the 3 objectives of
the Convention (decision XIII/16, para. 2);

Information relevant to the Nagoya Protocol (decision
NP-2/14, para. 2);

A compilation and synthesis of the views and including
the information gathered from engagement with
relevant ongoing processes and policy debates

A fact-finding and scoping study of the use of DSI in
the context of the Convention and the Nagoya
Protocol

AHTEG to convene a meeting of the group in
accordance with the terms of reference contained in
the annex to decision XIII/16.

▪ 50 submissions
▪ 40 peer review 
▪ 500 pages 
▪ High level of 

interest in this 
topic

https://www.cbd.int/doc/decisions/cop-13/cop-13-dec-16-en.pdf
https://www.cbd.int/doc/decisions/np-mop-02/np-mop-02-dec-14-en.pdf


• Experts by Argentina, Belarus, Brazil, Bulgaria,
Canada, the European Union, Japan, Mexico,
Namibia, the Philippines, the Republic of
Korea, Sweden, and Uganda.

• An expert from USA

• Also participated: ABS Capacity Development
Initiative, CGIAR, GBIF, Global Genome
Biodiversity Network, International Chamber
of Commerce, Secretariat of the Commission
on Genetic Resources for Food and
Agriculture, Secretariat of the International
Treaty on Plant Genetic Resources for Food
and Agriculture, TWN, World Federation for
Culture Collections and WHO.

In 13-16 February 2018, the AHTEG
on DSI on Genetic Resources met to
attend the mandate given by the
decisions XIII/16 and NP-2/14.



• Consideration of terminology and any potential implications of 
DSI for the three objectives of the Convention and the objective 
of the Nagoya Protocol:

o Terminology and different types of digital sequence 
information on genetic resources;

o Potential implications of the use of digital sequence 
information on genetic resources for conservation of 
biological diversity and sustainable use of its components;

o Potential implications of the use of digital sequence 
information on genetic resources for the fair and equitable 
sharing of the benefits arising out of the utilization of genetic 
resources.





OUTCOMES OF THE MEETING OF THE AHTEG

• There was consensus that the term “digital sequence information” 
(DSI) is not the appropriate term to refer to these types of 
information. However, the group continued to use “DSI” as a 
place holder, without prejudice to future consideration of 
alternative terms.

• Agreed that restricting the use of publicly accessible data would 
not be desirable. However, some pointed out that there are 
proprietary data, the content of which is not publicly known.

• Various types of information that may be relevant to the 
utilization of genetic resources, recognizing that the statements 
made further in the document might not apply equally to each of 
them



(a) The nucleic acid sequence reads and the associated data;
(b) Information on the sequence assembly, its annotation and 
genetic mapping. This information may describe whole genomes, 
individual genes or fragments thereof, barcodes, organelle genomes or 
single nucleotide polymorphisms;
(c) Information on gene expression;
(d) Data on macromolecules and cellular metabolites;
(e) Information on ecological relationships, and abiotic factors of 
the environment; 
(f) Function, such as behavioural data;
(g) Structure, including morphological data and phenotype;
(h) Information related to taxonomy;
(i) Modalities of use.



• Views that some or all of these types of information, taken together, can be referred
to as “natural information” or “genetic resource information”. Some experts noted
that “genetic sequence data” is widely used and is a clear term in the scientific
community. It was also noted that additional types of information may arise from the
application of new technologies.

• Considered that the phrase “or other origin” contained in the definition of “genetic
material” refers, for example, to other taxonomic categories not listed in the
definition. Others were of the view that the phrase could include “DSI”;

• Views that even if “DSI” is not within the definition of “genetic resources”, it is within
the scope of the Nagoya Protocol insofar as it results from the utilization of the
genetic resource or subsequent applications and commercialization and therefore
should be covered by benefit-sharing



• Agreed that more discussion on the terminology associated with this issue is 
required to find the balance between terminology that is adaptive and dynamic 
enough to accommodate scientific, technological, market and other change, and at 
the same time is clear and solid enough to provide legal certainty

• Agreed on the importance of “DSI” for the conservation and sustainable use of 
biodiversity while emphasizing that the three objectives of the Convention are 
interlinked and mutually supportive.

• Recognized  that “DSI” is used to support conservation and sustainable use 
including taxonomy, breeding, monitoring and control purposes, as well as public 
health and food security.

• Noted that open access to “DSI” is a critical role in facilitating the conservation and 
sustainable use of biodiversity by supporting the implementation of several articles 
of the Convention, the Nagoya Protocol, and contributing to the achievement of 
Aichi Biodiversity Targets



• “DSI” could bring transformational change to the use of genetic resources, which may 
influence the type of benefits and the way benefits are shared. 

• Access to and utilization of “DSI” can lead to the generation of benefits, and promote 
the sharing of non-monetary benefits through technology transfer, partnerships and 
collaboration, information exchange and capacity development

• “DSI” may, in some cases, challenge the implementation of arrangements ABS by 
obviating the need for users to seek access to the original tangible genetic resource, 
thus potentially enabling users to bypass  ABS procedures

• In  the PIP Framework, for example, laboratories and manufacturers are relying 
increasingly on genetic sequence data to the exclusion of physical materials. This has the 
potential to undermine the PIP Framework. There are currently discussions on this 
matter within the World Health Organization



• In the light of the challenges related to the bilateral benefit-sharing approach as it
relates to “DSI”, consideration of multilateral approaches may be warranted in some
circumstances:

• sequences with no known provenance; conserved genes; sequences of widely
distributed genetic resources and information voluntarily contributed by Parties;

• A multiplicity of national approaches to ABS relating to “DSI” may create
cumbersome processes, or “jurisdiction shopping”.

• BS among providers may be difficult if genetic material from various sources is
combined;

• A multilateral benefit-sharing mechanism under the Nagoya Protocol cannot
extend beyond the scope of the Protocol;

• The global multilateral benefit-sharing mechanism referred to under Article 10 of
the Nagoya Protocol is still under discussion;

• Other discussions on “DSI” are also ongoing in other forums;

• A multilateral approach for “DSI” could provide an alternative to requirements for
PIC and MAT and therefore help to reduce transaction costs and facilitate BS;



Thank you! 
alejandra.barrios@semarnat.gob.mx
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